
 
Aging Gene Discovery (AGeD) Collaborative Pilot Projects  

Application Instructions 

Applicants must compile the following into a single PDF file prior to submission: 

1. Application Face Page (download from website) 
2. Project narrative (sections described below, using the template available from the website) 
3. Budget (download from website) with signatures  
4. Biosketch – Current NIH Biosketch including other support  
5. Letter of support (for postdoctoral applications only) 

Submit the final PDF according to the submission instructions by the deadline stated in the RFA.  

Applicants must submit one compiled PDF containing all required components listed below. Applications that 
exceed page limits or do not follow the required format may be returned without review. 

 

Required Application Components (in order) 

1. Specific Aims Page (1 page maximum) 

1.a. Provide background, scientific foundation, importance and innovation of the gene discovery 
studies proposed. Describe the gap that will be filled, and why this is important. 

1.b. State your Aims as follows: 
 

 (1.b.1) Aim 1: Describe the arrayed CRISPR whole-genome screen 
 

Aim 1 describes your high-throughput CRISPR Whole Genome Screening experiment, its goals 
and how the biology of interest will be probed.  Aim 1 should be written in consultation and 
collaboration with Dr. Matt Hart, Leader of the Oklahoma Nathan Shock Center CRISPR Whole 
Genome Screening Core. 

IMPORTANT NOTE: The specific studies of Aim 2 (performed at the University of Washington 
NSC) and Aim 3 (performed at the Jackson Laboratory NSC) will be based on the identity of 
genes identified in the CRISPR Whole Genome Screen of Aim 1, which will be selected and 
prioritized through bioinformatics and collaborative discussions between the investigator and 
Drs. Dunham and Mendenhall at UW NSC and Drs. Churchill and Korstanje at JAX NSC, 
leaders of the UW NSC Invertebrate Models of Aging Core and the JAX NSC Animal and 
Phenotyping Core. 

(1.b.2) Aim 2: Describe testing of prioritized gene(s) identified in Aim 1 in C. elegans and yeast as 
follows:  

Aim 2: Determine the role of prioritized gene(s) identified in Aim 1 in [FILL IN BIOLOGICAL 
QUESTION ADDRESSED; E.G. “GENERATION OF REACTIVE OXYGEN SPECIES BY 
SENESCENT EPITHELIAL CELLS” ] in C. elegans and yeast models using tools and 
approaches designed in collaboration with the leaders of the University of Washington Nathan 
Shock Center Invertebrate Models of Aging Core.  

 



 

Note: As mentioned above, the specific design of the studies to be performed at the UW NSC 
Invertebrate Models of Aging Core, that will test the impact of specific gene hit(s) identified in Aim 
1 on relevant phenotypes in invertebrate models, will depend on the nature of the gene hit(s) 
identified in Aim 1.  

(1.b.3) Aim 3: Describe testing of prioritized gene(s) identified in Aim 1 in genetically engineered 
mice as follows:  

Aim 3: Determine the role of prioritized gene(s) identified in Aim 1 in  [FILL IN BIOLOGICAL 
QUESTION ADDRESSED, E.G. “GENERATION OF REACTIVE OXYGEN SPECIES BY 
SENESCENT EPITHELIAL CELLS” ] in genetically engineered mice using tools and 
approaches that will be designed in collaboration with the leaders of the Jackson Laboratory 
Nathan Shock Center Animal and Phenotyping Core. 

Note: As mentioned above, the design of the studies to be performed at the JAX NSC Animal and 
Phenotyping Core, that will test the impact of specific prioritized gene hit(s) identified in Aim 1 on 
relevant phenotypes in genetically engineered mouse models, will depend on the identity of the gene 
hit(s) identified in Aim 1.  

 
2. Research Strategy (Limit 2 pages total) 

The Research Strategy must include the following subsections: 

2.a. Background, Significance, and Innovation 
Provide the scientific foundation, importance, and novelty of the proposed work. 

2.b. Approach 

Describe the experimental design, methods, and analyses for Aim 1 only; state that Aims 2 and 3 
will be designed in collaboration with the UW NSC Invertebrate Models of Aging Core and the JAX 
NSC Animal and Phenotyping Core once the top prioritized gene hit has been identified (Aim 1).  
  

2.c. Timeline 

Present a proposed project timeline in table format only. The expected timeline for the 3 stages of 
the pilot award is:  
 
Aim 1 (CRISPR whole genome screen): 6-8 months 
Aim 2 (Testing of gene hit(s) in C. elegans): 6 months 
Aim 3 (Testing of gene hit(s) in genetically engineered mice: 6 months 
 

2.d. Future Plans (limit ½ page maximum) 

Describe how results from this pilot project will be leveraged for future studies and external funding. 

3. Relevance to Aging/Age-Associated Disease and Career Advancement (Limit 3/4 page) 
Describe: 

 The relevance of the proposed research to aging biology and/or aging-related disease etiology 

 Describe how this Aging Gene Discovery (AGeD) Collaborative Pilot Award will advance the 
career development of the Principal Investigator (PI) 
 



4. Biosketch and Other Support 

 Biosketch and Current and Pending (Other) Support preferred in the new “Common Forms” format 
in SciENcv. 

 Legacy formats will be accepted through May 31, 2026 
5. Letter of Support (postdoctoral applications only) 

 A letter of support from a mentor familiar with the applicant’s work, providing an assessment of 
their readiness and ability to carry out the proposed research 


